A IBEEMERFEFES

Bioinformatics Society of Zhejiang Province
BHBFRELBERBEEN R REZEH R EART T =

=
W
F
it

2017 4 10 A 13-15 H
AL Tk

LI WHLEEME RS
ARIPBAL: TR B A B

1



=W HE

10 H 13 H
I} ] N & S
10:00-22: 00 HE (LA “ZS5587 |]ED TR KT
14:00-17:15 “RoM” TR
“EROFR” FRAK E SR
14:00-14:30
EIRER
AT : TabOmics CEJEK%)
14:30-14:45 | 458 H: viewbs:a powerful toolkit for visualization of
high-throughput bisulfite seqeencing data
W5 BT PM BA
14:45-15:00
WEEH . RS E R R TE g
50015015 WEN: XEE R R
' ' S - R 2 T B S L RO Be s I AL ik | MR TR R
WAE M TM-IEEE /Ny A Bt ERK ok £
15:15-15:30 e
W 3T pubmed SCHRFIECE ISR 5 T WAL TiRefT
15301545 WA B B
U R U s KOl S S B T SO/ RNA FREA BT
1:
15:45-16:00
+ & PPZE: AL AR
16-00-16- 15 A AL, RS WA TRy . AREAN . K
' ' R R « T /KR F I3 $E o0 i 2= J i 2 A sl | A
WA T RS TIA
16:15-16:30 ‘ ‘
WEBH: K KBRS RNA 1% & fITh e R
WA BMI: GeneMachine ( E¥EAT])
16:30-16:45
WS H : 13N ST B 5 0 B AL B AT
WA ATCGU (R RIB A FT)
16:45-17:00
WEBH: Divide——mi@ B BE 7/ fH b
WA A S — P (1L AR
17:00-17:15 | REEBH: 158" T-sanger 445 = W LA L £
R K H IhRE
P2 ey g T R
17:30-20: 00 B j_j:;%??F Peri
TR E 2
20:00-21:00 HELSSW Koktk 2 Thie
T




105 14 H

FRF i) WA b
JES 2, e b o
7:30-8:30 e T RFE WA
RS T 1T
B Wi ECRIEB IR
| WA RS2 R 2% 7 W4 8 T
PEVEH g Grigr R
3 TG EE EFA: BRRAX
AT RIS B THE K YR B s SRS
8:45-8:55 BAH —EEES A B
8:55-9:10 EEEY R -B R AT
KA Th2 A HUT GEEAZE)
9:10°9:40 |y my 1 KR 2 L A 2
k KOHEIRG : 20 B (B RIEEERIA2E)
9:40-10:10 . .
¥ SRR A R R I 2
10:10-10:25
* & B PR
KEWs: TAK BRR (hRBR LS RE LWL | 5T
10:25-10:55 | B0
5B H: Application of bioinformatics on stem cell biology | F#F A : 5%, B
oot BT WIS GRS RS SE B
10:55711:25 |y e i . De Bruijn graph and genome assembly
Koot B BIR ChRIBR AR U
V2571005 ) e i R WD 22k R AT B AR
2y 2,
| 19:00-13:30 L TRRF
¥ H— T




| 4

13:

30-14:

00

Rt
ivp)

A -

Yuriy Orlov #d% (M2 Wikl g 5 s fL

Transcriptome analysis in laboratory animals

14:

00-14:

30

Rethdt: BME 2z GRIMBERISE)

IR H: The role of dicer in inflammation-driven
carcinogenesis

14:

30-15:

00

KRathir: £5 BIEER (RRSOERF)

4@ H: Combining regulatory and metabolic networks
enhancers phenotype prediction and guides strain design in
yeast

15:

00-15:

30

N
i

i

R
o

: % KB RIER (EERS)

o M

&
m

ot

: DNA 5-hydoxycytosine and its partners in mESC

Mo ECUR TR AR

T

FEFFN: FRYL B

R

15:

30-15:

50

*® &K

15:

50-16:

20

o FRMY R (TR

: Noncoding RNA networks in gastric cancer

16:

20-16:

50

%r: Xin Lai (fE[EREIMR KZERD

WM H: MicroRNA cooperativity diminishes E2F1-related
chemoresistance

16:

50-17:

10

» ERAL BEER (TR
o NIiE s p RARAL K A WME B 2 T

17:

10-17:

30

: Th— R GILR)
o A FH e SR 2 B AN DU g v EAT JeE SR Ak

17:

30-17:

50

: BE IR

& H . Dissecting InNcRNA roles during renal cell
carcinoma metastasis and characterizing heterogeneity by
single-cell RNA-seq

Mo FCUR TR R

T

TR BhERE. o
R

b &

18:

00-19:

BER

RPN

FRE
A

LT

op o

19:

30-20:

H—EEELSLW

20:

30-21:

00

KEFEBHEREZEWRRLEEZSW

Wi TEKZEZ
Bt FARRAE
BEZIIRET

4




105 15 H

il S Hh £
Kethdr: ¥R CTRs)
8:30-8:50 W& H: Gene-environment interaction and mendelian
randomization
Kefhd: KRB GINCE TR Hopi: FLUETER
8:50-9:10
W H B RS HPV 73 B Hr 1 6 F i T
Rt BN (KR
9:10-9:30 ‘ ‘ o EFA: BRI X1
A RH R R A ST R R ARk SR it
K& Qiang Jiang (FEES )
9:30-9:50 | yp4miH . Low-Rank Modeling and Its Applications to
Bioinformatics and Medical Imaging
s 9:50-10:10 % B
2 Retis: MHEE BIEEE GRIAY)
10:10-10:30
it @ H . FEPHOIR RNA BIF 73k e
Kot AREAN #d% QHINITIE R
10:30-10:50 | 4p -85 . |dentification of novel microRNAs in rice (Oryza . o
sativa) based on the cleavage signals in precursors Hoste LB
T
K&=H45: Oxana Dobrovolskaya T+ (k% # 8 v 4 A
N w2 M,
10:50-11:10 | HRERE) EEG BT
& @ H . Bioinformatics analysis of abiotic stress resistance LA L
in plants AR
tooiig | KEME PRI GIRTA AT
it A H . W E AN S 1 AR BRI AR PRI 7T
esot1ege | KEHE: DRI UNEA AR IRA )
A E . ATV AE O (1) 5 R A
22y 2,
T 12:00-13:00 4R TR
F BT M
- 13:00-13:10 AT 2 A 2 T 2R 7 A g A e Mo FORE TR
HIT
F | 13:10-14:10 SRR 3 kB N

FRN: BT




14:10-14:40 X B (JERTED

PR ot FEUE TR
14:40-15:30 CEEOMRT SR RNAT . TR EAR S A L
BHNBE S AR AR Ex O vt
B —mERES. T EmES %
o SUBEH

9 A1 Hil A2 A2 AR 559, HoAb AN SUE M 2% LA 3] (2 T
UG RS SARNERS. (E15 2% EH .

S HAh 4 51 JEex
9 A 1H# 3k 200 300
9H1H-10H1H 100 300 400
10 A1 HE (&I 200 400 600

o fEfEVEIE
TREWE (TR ERND - 238/308/390 Jo/HLA] . AniE]

o LRHBRRITN
£522li: caijiangjia@nbu.edu.cn; BT 15857425243 bioinfoqi@qg.com;

B2 M 13666652591 huangfl@zju.edu.cn; kETi: 13666606799 xxshen@zju.edu.cn

23k http://www.zjbioinformatics.org/meetings/2017/



mailto:caijiangjia@nbu.edu.cn
mailto:bioinfoqi@qq.com
mailto:huangfl@zju.edu.cn
http://www.zjbioinformatics.org/meetings/2017/

P
TEBRSN=HMNEREE

1. REHLE > TREE (KSmEh s, THITIEX KEER 818 5)
® BT

(1) ek 2 T4 TRPAES LR — TR B O N E—~ BITRETHKRY (4
27 4150

(2) M — TURRF (L3208, 35 0kh);

(3) WAZHE: AT 93K — TP KESIL ) 541 BEL 371 B — TR FU R E~
WATETWRE: (L1 1D

o TIIRFRIM:

() sk 2 52k DAT 1.2 B — TPAKF LY — FRRFWH B RO T E—~
IFETRNRY (L 44 730510

(2) FHME — TPKF (K36 28F, 37 JT/it);

(3) RAZHE: AT 11 2B — FTRCKFuAL "8 541 BB 371 B — THE KT M
— WATETWRY: (L 1/ 14 5051

o TRIREHLUE:

(1) Tk 2 52k 47 176 Kk — Fizghoih g — TS B MO N4~ 47
TR (L 4T 53580

(2) FeHME — TRRF (K50 70480, 456 Twhih);

(3) MARZZE: AT 311 K — T FIEH LA 369 51 510 — BT N~ HR
541~ T RFIE N E—~ AT R TR (L) 1/ 23 705

o TUIRZEILUL:

(1) FethMEE — TRRY (L 14508, 14 0kEh)

(2) FALE: BT 495 K — MRILHAmEgRAL 371 — TUPREN FE—~ BATE T
K2 (4935 704

B AT 264 K — Wtk 541 — TR T R AT R TPEORNF(Z 33 08D,

o TEHLG:

(1) Tk 2 528 FRANIAHE L BRI B — 7 K2 B MO N E—~ Birse
TR (L1 16 4381

(2) FehiME — TRy (46 708, 66 T/ih);

(3) MARLE: FANIHE LB ARG R, 637 AL E FE — =X TE —

7



AT 350 KRBT EAER 541 % — T RFIE T E—~ IR TR (L2 /M
12 4380 5

e HE: THAMN — HXE —~ ML -~ XEH — TR (K27 58




