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CASIA Palmprint Database
Size: 301 subjects, 5,239 images

All images are captured all by common web cameras in a contact-less palmprint recognition
system, which is firstly developed by CASIA.

PolyU Palmprint Database 2nd
Size: 386 palms7,752 images

Around twenty samples from each of these palms were collected in two sessions, where
around 10 samples were captured in the first session and the second session, respectively. The
average interval between the first and the second collection was two months.

UST Hand Image Database
Size: 5,660 images of 283 subjects

All images contain complete hand regions, which reserve hand shape information precisely.
All hand image are color images in JPEG format.
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